Detected features

3000

2500

2000

1500

1000

500

SK3R17_Lbil22_

Non abundant biotype detection saturation

m processed_pseudogene
- TEC A - - A
Aantisense A- - —A- - T 8
+lincRNA A - o
mMiRNA / et
« processed_transcript /7
SNoRNA ;
misc_RNA 7
— ®snRNA P
= unprocessed_pseudogene _ A 8
Atranscribed_unprocessed_pseudggerte o
+ sense_intronic P :
=scaRNA -
rRNA P A
Apseudogene  ~
+ transcribed gpfocessed_pseudogene o
= sense_oveflapping o
| - ribozymg’ 8
A bidire;ﬂonal_promoter_lncRNA —
. polymorphic_pseudogene
=1GD_gene
_V_gene
ATR_C_gene 0 o
+TR_V_gene o o
> o
TR_J_gene — Lo
_1 unitary_pseudogene g —
sRNA “—
macro_IncRNA °
transcribed_unitary_pseudogene %
IG_V_pseudogene D o
= o
o o
&) <
-
o
o
o
(42]
«—
] o
o
o
N
- = —
- - -
F--8-=C .-
A
ssa==== 8
E mE s =S (@]
— - & 0. 8 g —
—

[ I I I
05 1 15 2 25 3 35 4 45 5 55 6 65 7 75

Depth in millions of reads

8

Abundant biotype detection saturation
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