Detected features

3000

2500

2000

1500

1000

500

SK3R15_Lbctrl6

Non abundant biotype detection saturation

® processed_pseudogene

— +TEC

A antisense

k- kT

A

Abundant biotype detection saturation

—u— global
—-= protein_coding

¢ lincRNA
miRNA /
« processed_transcript /
snoRNA 4
misc_RNA /
=snRNA "
< unprocessed_pseudogene .-
Atranscribed_unprocessed_psegd@ene
¢ sense_intronic -
=scaRNA A
rRNA V4
Apseudogene 7
+ transcribedgpfocessed_pseudogene
u sense_mfrlapping
« ribozyme
A bidire; ional_promoter_IncRNA
. polymorphic_pseudogene
=I5 "D_gene
_V_gene
ATR_C_gene
+TR_V_gene
TR_J_gene
unitary_pseudogene
sRNA
macro_IncRNA
transcribed_unitary_pseudogene
IG_V_pseudogene

ms
wo\
LAY
T K]
[\
[\l
[
[}
|
[
"
1l

ma

1w
mu
mu
Tap
e
N

Pl ik

Detected features
14000 15000 16000 17000 18000 19000
] ] ] ] ] ]
\
.

13000
l

12000
I
\

[N —
N —
w -
N —
[
o —
~N
o0 —

Depth in millions of reads

- -

- - -0

10 1 2 3 4 5 6 7

Depth in millions of reads



