Detected features
1500 2000 2500 3000

1000

500

BMC3R12_M23tg2d

Non abundant biotype detection saturation Abundant biotype detection saturation

= pseudogene —u— global
®lincRNA -9 —— i i
Asense_intronic Y e protein_coding
+ processed. transcript _ -
antisense -9
o misc_RNA >
SnRNA
snoRNA
= miRNA
© polymorphic_pseudogene / /
ArRNA /
+ sense_overlapping = d
=TR_J_gene -
IG_C_gene d
A|G_V_gene -
+1G_V_pseudogene 9~ /
= 3prime_overlapping_ncrna /
*IG_J_gene 4
A TR_V_psew6gene
*TR_V_gepe
’ »”

/ d

\
12000 13000
I l

\
[ ]

11000
l
®

’
¢

10000
I
~

Detected features
N

8000 9000
I l
[ 3
N
\
)
\

)
TR
obb
7000
|

NN RN
JopES &

v
v

R
ma
mn
b3
m
B

¥
L
v
L

6000
I
()

I I I I
0.2 0.4 0.6 0.8 1 1.2 1.4 1.6 0.2 0.4 0.6 0.8 1 1.2

Depth in millions of reads Depth in millions of reads



