Detected features

100 150 200 250 300 350 400 450 500 550

50

Non abundant biotype detection saturation

® transcribed_unprocessed_pseudogene

AlincRNA

+ antisense

miRNA

< nonsense_mediated_decay

retained_intron
processed_pseudogene
® processed_transcript
* SnRNA

A unitary_pseudogene

+snoRNA
= sense_overlapping
- polymorphic_pseudogene
Atranscribed_pro;egsed_pseudogene
¢ sense_intronje
u IG_C_pseuﬁogene
< non_stop:_decay
Amisc_RNA

¢

&

e

/

\

mn

+ pseugdogene

&
s,

4
4

\

(L 1]

-

)

(L ]]

L ]]

__| * unprocessed_pseudogene

»~

-

e
L

|
1
[}
i
|
]
|
1
1
f
]
]
d
1

ma
ma
oy
ma
"
£y
m
m
+
i
nn
&
ni

|
|
1
|

ni
nl
N
ni

- = A

ABCCC1

Detected features

I I I I
10 12 14 16 18 20

Depth in millions of reads

24 26

14000 14500 15000 15500 16000 16500 17000 17500

13500

Abundant biotype detection saturation

__—m— global

—-= protein_coding

[ I I I
2 4 6 8

I I I I I I I I I I
10 12 14 16 18 20 22 24 26 28

Depth in millions of reads



