Run Report for Auto_user ION-76-PHLab_140708_RNAseq-PHR11-12_105

Run Summary
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Notes: PHlab_2RNAsamples PHR11-Pb19con1-BC1_PHR12-Pb19dox1-BC3

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode None 39,024,393 31,046,582 441,591 88 bp
TIonXpressRNA_001 PHR11 3,605,035,271 3,151,638,199 37,205,840 96 bp
IonXpressRNA_003 PHR12 4,545,155,981 4,006,422,315 47,484,272 95 bp
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Alignment Summary (aligned to Homo sapiens)
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Total Number of Bases [Mbp] 44G 39G 36 G
Mean Length [bp] 69 64 61
Longest Alignment [bp] 292 292 269
Mean Coverage Depth 14 1.3 1.2
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Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
PGM

Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014_07_08-05-31_-06_user ION-76-PHLab_140708_RNAseq-PHR11-12

July 8, 2014, 5:33 a.m.
520

PHLab_RNASeq
PHRI11, PHR12
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