Run Report for Auto_user_ ION-62-PHLab_140528 PHC17-20_88

Run Summary
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Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode None 74,903,142 60,308,185 605,168 123 bp
IonXpress_005 PHC17 2,615,762,442 2,196,459,105 18,646,048 140 bp
TonXpress_006 PHC18 4,415,515,328 3,735,621,982 31,288,136 141 bp
TonXpress_007 PHC19 3,528,796,111 2,948,167,326 24,402,936 144 bp
IonXpress_008 PHC20 1,268,762,043 1,053,080,513 9,101,043 139 bp
TonXpress_034 None 1,491,565 779,960 34,735 42 bp
Test Fragment Reads Percent 50AQ17 Read Length Histogram
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Alignment Summary (aligned to Homo sapiens)
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Total Number of Bases [Mbp] 96G 83G 6.5 G
Mean Length [bp] 134 122 100
Longest Alignment [bp] 333 330 318
Mean Coverage Depth 3.1 2.7 2.1
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Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
PGM

Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014_05_28_05_28_56_user ION-62-PHLab_140528 PHC17-20
May 28, 2014, 5:32 a.m.
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PHLab_ChIPSeq

PHC20, PHC17, PHC19, PHC18

IONAS
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