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Notes: PHlab_8ChIPsamples INPUTcon-BC9_INPUTdox-BC10_BPcon-BC13_BPdox-BC14

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode None 69,435,327 56,145,748 567,360 122 bp
TonXpress_009 PHC5_INPUTcon 1,986,225,544 1,654,677,096 13,168,331 150 bp
TonXpress_010 PHC6_INPUTdox 2,209,164,481 1,838,622,448 15,226,585 145 bp
IonXpress_013 PHC9_BPcon 3,549,584,756 2,994,054,868 25,561,540 138 bp
TonXpress_014 PHC10_-BPdox 2,838,444,324 2,412,061,618 20,682,859 137 bp
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Alignment Summary (aligned to Homo sapiens)
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Total Number of Bases [Mbp] 8G 6.8G 5.3 G
Mean Length [bp] 129 117 96
Longest Alignment [bp] 339 339 329
Mean Coverage Depth 2.6 2.2 1.7
Filtered AQ10 Read Length Filtered AQ17 Read Length
600000 F . . ; . : . . - 00000 ] . . ; . ; . . 1
500000 4
400000 + Bl
400000 - B
= = 300000 Bl
é 300000 - B 5
200000 E
200000 -
100000 | 100000 | ,
0 100 150 200 250 300 0 O 56 160 150 260 250 360 350 400
Filtered AQ10 Read Length Filtered AQ17 Read Length
Filtered AQ20 Read Length Filtered AQ47 Read Length
500000 F T T T T T T T 500000 T T T T T T T ]
400000 | 400000 | |
., 300000 2 300000 | 4
5 5
8 8
200000 | B 200000 - ]
100000 100000 1
0 100 150 200 250 300 0 0 100 150 200 250 360 35‘-0 400
Filtered AQ20 Read Length Filtered AQ47 Read Length

ion torrent

bxAOXDO+x

by /&{e technologies™



Run Report for Auto_user_ ION-58-PHLab_140509_PHC5-6-9-10_84

Analysis Details

Run Name
Run Date
Run Flows
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Sample
Reference
PGM

Flow Order
Library Key
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Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014_05_09-05_30_31_user ION-58-PHLab_140509_PHC5-6-9-10
May 9, 2014, 5:33 a.m.

520

PHLab_ChIPSeq

PHC10_-BPdox, PHC5_INPUTcon, PHC6_INPUTdox, PHC9_BPcon

IONAS
TACGTACGTCTGAGCATCGATCGATGTACAGC
TCAG

ATCG
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P1.1.17
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Auto_user ION-58-PHLab_140509_PHC5-6-9-10_84
May 9, 2014, 9:49 p.m.
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