Detected features

100 150 200 250 300 350 400 450

50

PHR21r-bcatMono

Non abundant biotype detection saturation

® transcribed_unprocessed_pseudogene
< unprocessed_pseudogene
A antisense -
+lincRNA r~
mIRNA ’
< nonsense_mediated_decay Vs
retained_intron Vi
processed_transcript /
® processed_pseudogene P ol
* SNORNA e
AsSnRNA P I,
+ unitary_pseudogene , < ——— -
= sense_intronic
- transcribed_processed_pseudogene 4
A polymorphic_pSeudogene
+ sense_overfapping
=non_stop ‘decay —8
- misc_RNA Fas
A pseudégene -
+TR_C_gene -
/ P
P '
/

\

"

>
1
"

[N}

Al 4 <

L, o
inn
i
E>
im
inn

0.5 1 15 2 25 3

Depth in millions of reads

Detected features

12500 13500 14500 15500 16500

11500

Abundant biotype detection saturation

—u— global

—]=+— protein_coding

- - -
- - 4’
(4
/
/
/
/
/
/
/
d
-,
-,
-,
[
7
’ -
’ _ -
/ - =~
’ »~
J /
/ /
1] /
/ /
/ /
7 ,0/
/ -7
/ e
/
[
/
J /
/
/
[ 4
/
/
/
7
/
/
/
Jd
[ [ [ [
0.5 1.5 2 25

Depth in millions of reads



