Read count Per Million mapped reads

GMtr_Oh_CHIpSeq_tr30m_regovlh high
GMtr_1h_ CHIpSeq_tr30m_re@ovlh high
GMtr_3h_CHIpSeq_tr30m_regovlh high
GM _untr_CHIpSeq_tr30m_regovlh high

—-5000

—-2500

TSS 2500 5000

Genomic Region (5" —> 3)




