Run Report for Auto_user ION-90-MFlab_GARNAseq_141007_MFR11-12_138
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Notes: MFlab_GA4RNAseqSamples MFR11-A-SCAN7-BC1_MFR12-B-SCAN1-BC3

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 126,400,876 103,562,741 1,274,785 99 bp
TonXpressRNA_001 MFRI11 3,156,043,382 2,736,800,582 38,396,874 82 bp
TonXpressRNA_003 MFR12 4,102,635,215 3,568,526,770 41,654,770 98 bp
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Alignment Summary (aligned to Homo sapiens)
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Total Number of Bases [Mbp] 38G 33G 31G
Mean Length [bp] 67 62 58
Longest Alignment [bp] 282 268 262
Mean Coverage Depth 1.3 1.1 1.0
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Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
PGM

Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014.10_07-11_36_34_user ION-90-MFlab_.GARNAseq-141007-MFR11-12

Oct. 7, 2014, 11:38 a.m.
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