Detected features

1800 2200 2600

1400

200 400 600 800 1000

0

Non abundant biotype detection saturation

= pseudogene
« lincRNA
AsnRNA

+ processed_ transcript
sense_intronic

« antisense
miRNA
snoRNA

= misc_RNA

* IRNA

A 3prime_overlapping_ncrna Vi

+ polymorphic_pseudogene

= sense_overlapping
TR_V_pseudogene

ATR_J_gene
+TR_C_gene
= |G_C_gene

< IG_V_pseudogene
1 AIG_V_gene

+1G_J_gene

=TR_V_gene ,
b d

LLIN]
RO ¢

L
i

L] 2 N
N

MF3R11_6d1.bam

Abundant biotype detection saturation
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