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Notes: ITlab_MS-4RNAseqSamples ITR29-wt1P90-bc2_ITR30-wt2P90-bch

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 268,009,923 212,820,190 2,079,885 128 bp
TonXpressRNA_002 ITR29 6,253,874,636 5,240,853,368 45,237,198 138 bp
IonXpressRNA_005 ITR30 4,5642,668,197 3,946,434,543 40,945,761 110 bp
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Alignment Summary (aligned to Mus musculus)
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Total Number of Bases [Mbp] 53G 45G 39G
Mean Length [bp] 88 80 72
Longest Alignment [bp] 295 285 280
Mean Coverage Depth 2.0 1.7 1.5
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Analysis Details

Run Name
Run Date
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Sample
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Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014.10-03-11-26-20_user ION-89-ITlab_MSRNAseq-141003_ITR29_ITR30

Oct. 3, 2014, 11:28 a.m.
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