Run Report for Auto_user_ ION-88-1Tlab_MSRNAseq_141002_1TR31_I1TR32_136

Run Summary
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Notes: ITlab_MS-4RNAseqSamples ITR31-wt3P90-bc7_ ITR32-wtpool190514-be8

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 225,121,272 173,446,936 1,967,895 114 bp
TIonXpressRNA_007 ITR31 4,535,069,753 3,767,668,997 37,447,047 121 bp
IonXpressRNA_008 ITR32 5,901,989,495 4,864,583,395 49,251,794 119 bp
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Alignment Summary (aligned to Mus musculus)
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Total Number of Bases [Mbp] 46G 39G 36 G
Mean Length [bp] 76 70 65
Longest Alignment [bp] 296 284 281
Mean Coverage Depth 1.7 1.5 14
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Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
PGM

Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014.10-02_11_27_13_user ION-88-ITlab_.MSRNAseq-141002_ITR31_ITR32

Oct. 2, 2014, 11:29 a.m.
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