Detected features

100 150 200 250 300 350 400 450

50

Non abundant biotype detection saturation

IT3R61_26_D8minus

Depth in millions of reads

Abundant biotype detection saturation

Depth in millions of reads

o
] lunprocessed_pseudogene 8 _—Hu— global
- antisense © ——— ; H ~- e
ATNCRNA 9 protein_coding e
+nonsense_mediated_decay _ -
retained_intron _e~
_| * processed_pseudogene 8 -
processed_transcript o — /
transcribed_unprocessed_pseudogene Lo /
=SnRNA A /
« unitary_pseudogene /
AmiRNA
/
+ SNORNA 8 ,
= sense_overlapping o
polymorphic_pseudogene ﬂ /
Atranscribed_processed_pseudogene . d
+ sense_intronic e -R- - L | P
=|G_C_pseudogene - - - o s
- non_stop_decay e o ,'
Amisc_RNA s —— - CO
7 - - <t 4
+ pseudogene , - nd — 4 —e
=TR_C_gene - Ag s _ .-
P , 4 _ -
_ - , 0 o ’ - -
u - ) S ’ b4
P > 2 = o —
- - =] < / 4
- & =
m _- 8 — /
4 o w— /
7 ’ -7 d ° 8 o !
— - — —-——. == = ==
w e T 5 8 ' ’
-—--" - " "a—') £ N ! /J
e T 8 - I} <
”
7// - I Pt
o U L7
S -4 ! .
32} ! /
— , ,
/ /
8 !
o — 4
N
— /
!
o /
/
4==mt===E==¢==3 S -
- S === E - =m == m———" - — ~ /
&=- ¢ = = — /
!
A -z he = e = =ffes = = — - = P R p— o /
THHEIE IR ISR A AR EhE S |
m p—
=
I [ I [ I [ I [ I | I I [ I [ I [ I
0.5 1 1.5 2 2.5 3 3.5 4 4.5 5 0.5 1.5 2 2.5 3 3.5 4 4.5



