Run Report for Auto_user IONAS-327-ITlab_161228_1T3R35-48_427

Run Summary
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Notes: ITlab_RR-3RNA-14samples_1T3R35-48_bc33-46

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 503,602,276 381,585,820 4,226,513 119 bp
TonXpress_001 none 10,693,073 9,285,798 100,216 107 bp
IonXpress_002 none 6,797,420 5,905,570 62,270 109 bp
TonXpress_003 none 8,723,431 7,471,330 79,754 109 bp
TonXpress_004 none 9,562,776 8,266,075 87,733 109 bp
IonXpress_007 none 392,465,661 305,043,712 3,076,108 128 bp
TonXpress_009 none 154,191,998 120,014,043 1,173,075 131 bp
TonXpress_010 none 343,150,693 263,666,092 2,769,254 124 bp
IonXpress 011 none 272,705,882 211,153,790 2,147,710 127 bp
TonXpress_012 none 382,391,585 297,417,576 2,879,445 133 bp
TonXpress_013 none 285,694,033 220,881,280 2,412,438 118 bp
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TonXpress_014
TonXpress_015
TonXpress_016
TonXpress_019
TonXpress_020
TonXpress_021
TonXpress_022
TonXpress_025
TonXpress_033
TonXpress_034
TonXpress_035
TonXpress_036
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IT3R39-3343-4
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IT3R42-wtb
IT3R43-wt15
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IT3R48-3308-4
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Alignment Summary (aligned to Mus musculus 10)
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Total Reads 62,562,420 -
Aligned Reads 56,552,276  90.4%
Unaligned Reads 6,010,144  9.6%
Alignment Quality
AQ17 AQ20 Perfect
Total Number of Bases [Mbp] 256 G 143G 846 M
Mean Length [bp] 109 96 74
Longest Alignment [bp] 312 309 284
Mean Coverage Depth 0.9 0.5 0.3
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Analysis Details

Run Name
Run Date
Run Flows
Projects

Sample

Reference
Instrument
Flow Order
Library Key
TF Key

Chip ID

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD
BeadFind Args
Analysis Args

Pre-BaseCaller Args
for calibration
Calibration Args
BaseCaller Args

Alignment Args

IonStats Args
Analysis Parameters

Chef Summary

R-2016-12_28_12_39_18_user_IONAS-327-1T1ab_161228 1T3R35-48

Dec. 28, 2016, 12:41 p.m.

520

ITLab_3RNAseq

, LexoGen_QuantSeq

IT3R37-3343-2, IT3R44-wt16, IT3R36-3312-3, IT3R39-3343-4, IT3R40-wt1,
IT3R42-wtb, IT3R43-wt15, IT3R41-wt2, IT3R38-3343-3, IT3R48-3308-4,
IT3R46-3308-1, IT3R35-3312-1, IT3R45-wt17, IT3R47-3308-2

IONAS
TACGTACGTCTGAGCATCGATCGATGTACAGC
TCAG

ATCG

Passed

P1.1.17

tiled

TonXpress

Auto_user IONAS-327-1Tlab_161228 1T3R35-48_427
Dec. 28, 2016, 8:50 p.m.

0

969QG

justBeadFind —beadfind-minlivesnr 3 —region-size=216,224 —total-timeout 600
Analysis —from-beadfind —clonal-filter-bkgmodel true —region-size=216,224
—bkg-bfmask-update false —-gpuWorkLoad 1 —total-timeout 600 —gopt
/opt/ion/config/gopt,1.1.17,mpliseq.xome.param.json

BaseCaller —barcode-filter 0.01 —barcode-filter-minreads 10
—phasing-residual-filter=2.0 —max-phasing-levels 2

Calibration

BaseCaller —barcode-filter 0.01 —barcode-filter-minreads 10
—phasing-residual-filter=2.0 —num-unfiltered 1000 —barcode-filter-postpone 1
tmap mapall ... stagel map4

ionstats alignment

default

Ion Chef was not used for this run ‘
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Software Version

Torrent_Suite
host
ion-analysis
ion-chefupdates
ion-dbreports
ion-gpu
ion-pipeline
ion-plugins
ion-protonupdates
ion-torrentr
Script

LiveView
DataCollect
OIA

OS

Graphics

5.0.5
FW7DQV1
5.0.13-1
5.0.7
5.0.34-1
5.0.0-1
5.0.17-1
5.0.28-1
5.0.3
5.0.0-1
2.1.33
2045
3220
5002

30

52
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