Run Report for Auto_user_ ION-183-GPLab_150508_MCRNAseq_GPR4-7_262

Run Summary
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Notes: GPlab_.MC-8RNAseq_GPR4-TgArs-787B-bc7_GPR7-CtrlArs-784B-bch

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 81,173,391 53,052,236 1,066,234 76 bp
TIonXpressRNA_007 GPR4-787 2,186,444,294 1,837,436,675 22,550,803 97 bp
IonXpressRNA_ 009 GPR7-784 1,989,248,934 1,692,956,937 22,964,930 87 bp
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Run Report for Auto_user_ ION-183-GPLab_150508_MCRNAseq_GPR4-7_262

Alignment Summary (aligned to Mus musculus)

Total Alignment Bases Average Coverage
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Depth of Reference
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Total Number of Bases [Mbp] 3G  26G 24 G
Mean Length [bp] 80 74 69
Longest Alignment [bp] 273 264 248
Mean Coverage Depth 1.1 1.0 0.9
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Run Report for Auto_user ION-183-GPLab_150508_ MCRNAseq_ GPRA4-7_262

Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
Instrument
Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2015-05_08-14_07_24 _user ION-183-GPLab_150508_MCRNAseq_-GPR4-7

May 8, 2015, 2:09 p.m.
520

GPlab_RNAseq
GPRA4-787, GPR7-784

IONAS
TACGTACGTCTGAGCATCGATCGATGTACAGC
TCAG

ATCG
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P1.1.17
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TonXpressRNA
Auto_user_ION-183-GPLab_150508_MCRNAseq_.GPR4-7_262
May 8, 2015, 10:44 p.m.
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Chef Summary

Ion Chef was not used for this run
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