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Run Summary
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Notes: GKLab_2samples_VN1-BC5_VN2-BC6

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode None 44,993,385 36,900,912 506,417 88 bp
TIonXpressRNA_005 VN1 5,621,908,467 5,034,621,434 50,876,976 110 bp
IonXpressRNA_006 VN2 2,548,241,334 2,311,270,746 36,495,915 69 bp
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Alignment Summary (aligned to Mus musculus)
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Total Number of Bases [Mbp] 43G 39G 37G
Mean Length [bp] 67 63 60
Longest Alignment [bp] 306 301 299
Mean Coverage Depth 1.7 1.5 14
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Analysis Details

Run Name
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R-2014.05-14_05-41_16_user ION-59-GKlab_RNAseq_-VN1-2_140514

May 14, 2014, 5:44 a.m.
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