16000

14000

Detected features
12000

10000

8000

> . PR
/ I/"; ,f: ,I’.
/
s ll 131r-GFP-DAREL
;75 r " 4 GK3R132r-GFP-DARE?
7, 1)!§K3Rl33r GFP-DARE3
) Pen " ¢ GK3R134r-TOM-DARE1

G GK3R135r-TOM-DARE2
M - GK3R136r-TOM-DARE3
e GK3R137r-UNS-DAREL

o GK3R138r-UNS-DARE2
4 = GK3R139r-UNS-DARE3

Detected features

Detected features
80 100 1%0 140

60

40

T T T T T
2 4 6 8 10

Depth in millions of reads
processed_transcript

L- 4 7 - ~ L -
A
- ! 1/‘( .~ /.
»
gy F(131h—(fl':P DARE1

/
v /) GK3I31’32r GFP-DARE2
’ Ggoa /A GKBR133r-GFP-DARE3

/./ A7 +£3K3R134r-TOM-DARE1
x “# 7 GK3R135r-TOM-DARE2
/f’ * GK3R136r-TOM-DARE3

Detected features

Detected features
50 60 70 80

40

30

20

GK3R137r-UNS-DARE1
7/ GK3R138r-UNS-DARE2
o ® GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10

Depth in millions of reads
unprocessed_pseudogene

-
A ’,’
,// -7 .
/7 4 r"’/
! o/ ,/0’

/.ﬂGKaR'f(lr GFP-DARE1
d <G ﬁaazr GFP-DARE2

¢ 4EKIR133-GFP-DARE3
-,’ .4~ 16K3R134r-TOM-DAREL
“ #i% 4 © GK3R135r-TOM-DARE?2

Detected features

1.0 15 20

Detected features

0.5

0.0

£
‘r' * GK3R136r-TOM-DARE3
‘;)" GK3R137r-UNS-DARE1
¥ GK3R138r-UNS-DARE2
,“ = GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10

Depth in millions of reads
sense_overlapping

I
i ¥Gi(3R¥81-GFP-DAREL
%« GK3RBI-GFP-DARE2
S 5 ai R133r-GFP-DARE3
/.7,  *+GK3R134r-TOM-DARE1
/.0 5 _utPK3R135-TOM-DARE2
4, ;5 a7 < GK3R136r-TOM-DARE3
7 GK3R137r-UNS-DARE1
v GK3R138r-UNS-DARE2
e s o ®GK3R139F-UNS-DARE3

Detected features

Detected features

T T T T T
2 4 6 8 10

Depth in millions of reads
IG_V_pseudogene

P

- ’_,’— -z -

-

/
V4
T/
Y
7 7

s, 7" mGK3R131r-GFP-DARE1
/,“ « GK3R132r-GFP-DARE2
// A GK3R133r-GFP-DARE3

*IGK3R134r-TOM-DARE1
o GK3R135r-TOMgDARE2
J ° GK3R136r-TOM-DARE3
/ GK3RZ@7& NS-DARE1

r~UNS-DARE2
e w A-DA—a 139r UNS-DARE3

Detected features

35

3.0

25

20

15

Detected features

1.0

0.5

T T T
2 4 8 8 10

Depth in millions of reads
unitary_pseudogene

rd .- -

/ ar
- ‘,"’I-I--I'/ - -
Lo AGKBRI31r-GFP-DAREL
e -GI’(3R132r GFP-DARE2
4 3R133[-GFP-DARE3
7,7 o yEKIRIBM-TOM-DAREL
foppe 5= ,OK3R135r-TOM-DARE2

Detected features

’14 * GK3R136r-TOM-DARE3
‘f, GK3R137r-UNS-DARE1
GK3R138r-UNS-DARE2
d ® GK3R139r-UNS-DARE3

T T T T T

2 4 6 8 10

Depth in millions of reads

8000 9000 10000 11000 12000 13000
| | | | | |

7000
|

300
|

250
|

200
|

150
|

100
|

50

40
|

30
|

10

14
|

10
|

10
|

~—

protein_coding

4 L",lGK3R131r GFP-DAREL
‘ 4 -GK3R132r-GFP-DARE2
4}” AGK3R133r-GFP-DARE3

+ GK3R134r-TOM-DARE1

f/ GK3R135r-TOM-DARE2
’/ « GK3R136r-TOM-DARES3
# GK3R137r-UNS-DARE1
GK3R138r-UNS-DARE2

= GK3R139r-UNS-DARE3

1500 2000

Detected features

1000

T T T T T
2 4 6 8 10

Depth in millions of reads
lincRNA

- Ke ,/ PR3
rd

K $g141-E¥p-DAREL
K3R132-GFP-DARE2
/ ?_Kzsi 33r-GFP-DARE3
GKBR134r-TOM-DAREL
v ;1 ~ #K3R135r-TOM-DARE2
r'.« *% ™ TGK3R136r-TOM-DARE3

processed_pseudogene

.
K3R14 1 GFP-DAREL
7 "7 GK3FIBIF GFP-DARE2

L7 R133r-GFP-DARE3
#4+ FGK3R134r-TOM-DAREL
‘vt GK3R135r-TOM-DARE2
14 /" - GK3R136r-TOM-DARE3
y GK3R137r-UNS-DAREL

/

250
|

200

150

Detected features
1

100

50

TEC
A
-
_
-
R
»
7 . v
/.o z.
oA
= /}/

s / -

’ ﬁ131r—9'|fP DARE1

’ 3R1328-GFP-DARE2
2 "/" K3R83r-GFP-DARE3
7, " ol * GKBR134r-TOM-DARE1
DA v GK3R135r-TOM-DARE2
A7/ a “GK3R136r-TOM-DARE3
P f,." GK3R137r-UNS-DARE1L
b GK3R138r-UNS-DARE2

4
7

of = GK3R139r-UNS-DARES3

100 150 200

Detected features

50

240

220

200

180

160

Detected features

140

120

100

A GK3R137r-UNS-DAREL
P GK3R138r-UNS-DARE2
o = GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10

Depth in millions of reads
sense_intronic

o

mfl; GFRy BAREL

R132r>€FP~DARE2

" #GKaaassr—;.#P DARE3

¥, £ +6K3R134-TOM-DAREL

%" “6K3RT351-TOM-DARE2

Al " 7 - GK3R136r-TOM-DARES3
» -

a0
'y GK3R138r-UNS-DARE2
dy = GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10
Depth in millions of reads
SnoRNA
’d -
7/
s
-~ .
- -
o~ . - hd
» ‘ L R =

’ -7
7 -;.7-6K3R131r GFP-DAREL
=+ ~" - Gg3R132r-GFP-DARE2
A AGK3R133r-GEPADARE3
s, 4 GK3RL34m-TOM-DAREL
& “ « GK3RT35r-TOM-DARE2
Y* - GK3R136r-TOM-DARES
/  w * TGK3R137r-UNS-DAREL
iy = GK3R138r-UNS-DARE2
" = GK3R139r-UNS-DARE3

Detected features
60 80 100 120 140
1

40

20

T T T T T
2 4 6 8 10

Depth in millions of reads
SnRNA

4 -*

, 77 #6K3R181r-GFP-DARE1L

’ - GK3R132)-GFP-DARE2

/ w AGK!Rlas.anFP DARE3
4wy o {GK3RI8A-TOMEDAREL
" GK3K135 TOM-DARE2

» 48R3 r-TOM-DARE3
"" 4 = 1% GK8R137r-UNS-DAREL
A A 5~ €K3R138r-UNS-DARE2

antisense

/7 a
n, s, e -
o~ AN

*

).i GKIRT3HY GFD—ﬁAREl

‘GR3RTB2(-GFP-DARE2
£ “utKaR1331-GFP-DARES
* GK3R134r-TOM-DAREL

“’Ir GK3R135r-TOM-DARE2

* GK3R136r-TOM-DARE3
GK3R137r-UNS-DARE1
GK3R138r-UNS-DARE2

= GK3R139r-UNS-DARE3

Detected features
200 250

150

100

miRNA

/,‘

i’ogzﬁefsl
| GiPP “DARE1L
/4 sGK3R182m GFP-DARE2

7

e -AG K 133r-GFP-DARE3
2] 4@fBRI134-TOM-DAREL

v g £ @ZK3R135r-TOM-DARE2
/ & =% .GK3R136r-TOM-DARE3
_/}r GK3R137r-UNS-DARE1L
GK3R138r-UNS-DARE2

,‘/ = GK3R139r-UNS-DARE3

Detected features
30 40 50 60 70

20

15 20

Detected features
10

7 lCr GK3R137r-UNS-DARE1

LA GK3R138r-UNS-DARE2

‘i = GK3R139r-UNS-DARE3
T T T T T

2 4 6 8 10

Depth in millions of reads
polymorphic_pseudogene

v iy =
’ "2 GK3R132rGFP-DAREL
£+ #*GK3R132r-GFP-DARE?2
5”7 AGK3R133-GFP-DARE3
M + GK3R134r-TOM=DAREL
J GK3R1254-TOM-DARE2
4 - GKBf#36r-TOM-DARES3
a2 =57 EA3R137r-UNS-DAREL
wA GK3R138r-UNS-DARE2

/

P = GK3R139r-UNS-DARE3

T T T T T
2 4 6 8 10

Depth in millions of reads
rRNA

Pt *
- 4

, 3R131r-GFP-DARE1

., w GK8R132r-GFP-DARE2

» o AGK3R133KGFP-DARE3

7 o /+GK3RIY34-TOMEDAREL
7 w1 GK@R;Lasr‘rbM DARE2
o = ;ORI TEr-TOM-DARES
e 6K3R137r-UNS-DAREL
o w K  @K3R138r-UNS-DARE2

.

10

Detected features

~
"; - = GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10
Depth in millions of reads
scaRNA
-~ -
W o= = = T
P '-—l -
-

o ®GK3R151r-GFP-DAREL
,,—»--4- “GK3R132A GFP-DARE2
AGK3R183r-GFPZDARE3

+ Gk8R134r-TRM-DAREL

2, —a AGK3R135, TOM-DARE2
A - GK3R#36r-TOM-DARE3
I'_ - —a- GKER137r-UNS-DAREL
& GK3R138r-UNS-DARE2
= GK3R139r-UNS-DARE3

T T T T
4 6 8 10

Depth in millions of reads

misc_RNA

3R1315-GFP-DARE?
- GK3R1‘32r GFP~DARE2

£ AGK3R ‘GFP.DARE3

Vs GK§R134r—IO'M DARE1

+ T'G#3R135M- TOM-DARE2

/GKarT36r-TOM-DARE3

4 4 ‘#®BK3R137r-UNS-DARE1

GK3R138r-UNS-DARE2
® GK3R139r-UNS-DARE3

Detected features
20 25 30 35

15

10

T T T T T
2 4 6 8 10

Depth in millions of reads
transcribed_unprocessed_pseudogene

/.’ .) //
& /
4
, lfGK3R1 =DARETL
/ __/ GK3R1%2;—§GEIF;' DARE2
' AGK3R183r=GFP-DARE3
7R ", _#KBR134r-TOM-DAREL
7 4 ~ .7 BK3R135r-TOM-DARE2

7 o 2“7 GK3R136r-TOM-DARE3
GK3R137r-UNS-DARE1
GK3R138r-UNS-DARE2

= GK3R139r-UNS-DARE3

L

Detected features
16 18 20 22 24 26

14

10

Detected features

T T T T T
2 4 6 8 10

Depth in millions of reads
TR_C_gene

—— > me—
=" =
-

- = GK3R131-GFP- DARE]L

‘% « = CK3R132r-GFP-DARE2
’ AGK3R123a GFP-DARE3

o e + GiK3RA34TOM®DAREL

L ‘GKBRHSr—TOM DARE2
¥ < 4 GK3R136i-TOM-DARE3
£ BK3R¥7r-UNS-DAREL

o o= GK3R138r-UNS-DARE2
- = GK3R139r-UNS-DARE3

o= emyem gem gem

- = = GK3R139r-UNS-DARE3
T T T T T
2 4 6 8 10
Depth in millions of reads
IG_C_gene

- a"".‘, e Ve O Y

-

r .
T

-

‘ -
® GK3R131r-GFP-DARE1
« GK3R132r-GFP-DARE2
A GK3R133—GFP-DARE3
- ~~GK3R134r-TOM-DARE1

GK3R135r-TOM-DARE2
« GK3R136r-TOM-DARES3
GK3R137y UNS=DAREL
« =~ CKBRTIEr-UNS-DARE2

o o o a- 2.mBK3R139r-UNS-DARE3

Detected features

2 4 6 8 10
Depth in millions of reads
IG_J_gene
P e B
P Al 4
e
/ am
/ Fet
¢ nd -
m —— = -
d
r -
I L ¥GK3R131r-GFP-DAREL
i « GK3R132r-GFP-DARE2

AGK3R133r-GFP-DARE3
+ GK3R134r-TOM-DARE1
GK3R135r-TOM-DARE2

+ GK3R1365 TOM-DARE3
GK3R447r-UNS-DARE1

o o &+~ 38KGRIBBL-UNS2DARE2

e s BGK3RTIO-UNS-DARES

T T T T
4 6 8 10

Depth in millions of reads

pseudogene

-
- -
-

3R131AGFP-DARE1L
K3R182r-GFP?DARE2

A AGK3R133-G'I5P -DARE3

%G ﬁ»lial.r —-TOM-DARE1
/ *GK3R135r-TOM-DARE2

-4 <“GK3R136r-TOM-DARE3

GK3R137r-UNS-DARE1
GK3R138r-UNS-DARE2
= GK3R139r-UNS-DARE3

Detected features
60 70

50

40

T T T T T
2 4 6 8 10

Depth in millions of reads
transcribed_processed_pseudogene

T ,-GKé/RJ&k#GFP DARE1
~ 2+ GKaK132r-GFP-DARE2
. o ABK3R1331-GFP-DARES

A, '+ GK3R134r-TOM-DAREL
"‘ GK3R135~TOM-DARE2
", - GK3R136r-TOM-DARE3
it GK3R137r-UNS-DAREL
/ GK3R138r-UNS-DARE2
4 = GK3R139r-UNS-DARE3

o —

Detected features
0.6 0.8 1.0 12

0.4

0.2

0.0

3.0

25

2.0

1.5
1

Detected features

1.0

0.5

0.0

T T T T T
2 4 6 8 10

Depth in millions of reads
TR_V_pseudogene
§ ==

- GK3R132r-GFP-DARE2
AGK3R133r-GFP-DARE3
+ GK3R134r-TOM-DAREL

GK3R135-TOM-DARE2
- GK3R1364 T@MsDARE3
! GK3R137r-UNS-DAREL
i . GK3R138-UNS-DARE2

st tptea s MOKIR1BLCUNS-DARE3

[}

|

[}

| =GK3R131r-GFP-DAREL
I

!
I
I

T T T T T
2 4 6 8 10

Depth in millions of reads
ribozyme

o o =) o G b G B

® GK3R131r-GFP-DAREL
+ GK3R132r-GFP-DARE2

A GK3R133r-GFP-DARE3
_»GK3R134f~TOM-DAREL

4/~ 7 ©GK3R135r-TOM-DARE2
7 + GK3R136r-TOMwDARE3
7 GK3R137r-UNS-DAREL

GK3R1384UNS-DARE2
et r—~UNS-DARES3

Detected features
15 2.0 25 3.0 35

1.0

0.5

0.0

T T T T T
2 4 6 8 10

Depth in millions of reads
TR_V_gene

® GK3R131r-GFP-DAREL

« GK8R132r-GFP-DARE2
2APK3R133(-GFP-DARE3

_/=4” #GK3R434ATOM-DAREL

- 7/ GK3R13%r-TOM-DARE?2
J/* GK3R186r-TOM-DARE3

v GK3R137r-UNS=DAREL

s = %, < GK3R138mUNS-DARE2
AN #39r-NS-DARE3

4 6 8 10
Depth in millions of reads
IG_D_gene
A
/
/
. wh Auk
/ 7
¥ Oo=-m{&

d GK3R131r-GFP-DARE1

« GK3R132r-GFP-DAR

A GK3R133r-GFP-DARE3

+ GK3R134r-TOM-bDARE1
GK3R135r-TOM#DARE2

’ GK3R136r—T/OM—DARE3
GK3R137rUNS-DARE1
GK3R138r-UNS-DARE2

s 2K 3B UNSDARES

40 60

Detected features

20

T T T T T
2 4 6 8 10

Depth in millions of reads
IG_V_gene

e -
0"

L -
’J'IGK3R131r—GEP1D7ARE1

n’« GK3R132r“GFP-DARE2

" _AGKSR133r-GFP-DARE3

,.,J + GK3R134r-TOM-DARE1

e GK3R135(~TOM-DARE2
¥ - GK3R136% TQM™DARES
o GK3Rl@75—r NS-DARE1
& 338r-UNS-DARE2

-—"' 139r-UNS-DARE3

12

10

Detected features

/
,_.‘—-n‘.G
4 ﬂ

3.0

25

2.0

Detected features
15
1

1.0

0.5

0.0

T T T T T
2 4 6 8 10

Depth in millions of reads

T T T T T
2 4 6 8 10

Depth in millions of reads
transcribed_unitary_pseudogene

-
- == -

-7
7/~ 4 GK3R131r-GFP-DARE1
4 L GK3R132r—’GFP‘IDARE2
/ A GK3R133r-GFP-DARE3

IE L as #4r-TOM-DARE1
- K3R135r-TOM-DARE2
4 » "GK3R1365 TOM-DARE3
o " GKsmsf‘ UNS=DARE1

GK3R188r-UNS-DARE?2
N ,,..,,_-,Q R139-UNS-DARE3

10

Detected features

T T T T T

2 4 6 8 10
Depth in millions of reads

bidirectional_promoter_IncRNA

. - :‘) ,
/. A rd
- & -
7 &« e |
/ i .7
7 [dy /= = ’.
“7 g
1 -~ I ’ .
v R131r-GFP-DARE1

/  p%" GK3R132r-GFP-DARE2
e AGK3R1331-GFP-DARES

7 + GK3R134r-TOM-DAREL
4 A/ 2GKIRI35-TOM-DARE2
4/ a2 " - GK3R136r-TOM-DARE3

T T T T
4 6 8 10

Depth in millions of reads

TR_J_gene

® GK3R131r-GFP-DAREL
+ GK3R132r-GEP-DARE2
_/ ~AGi3R133r-GFP-DARE3
o-GK3R134m~T0M ~DAREL
! GKs%l - TOM-DARE2
136r-T@M=DARE3
GR3R187FUNS-DAREL

‘_‘E.KB’R138r UNS-DARE2

= GK3R139r-UNS-DARE3

1.0 15 2.0

Detected features

0.5

0.0

T T T T T
2 4 6 8 10

Depth in millions of reads
TR_J_pseudogene

= GK3R131r-GFP-DARE1
« GK3R132r-GFP-DARE2
AGK3R133r-GFP-DARE3
+ GK3R1341-TOM-DAREL1
GK3R1351~ TOM™DARE2
-£K3R136r—II'OM DARE3
v GKS)R-l-S #-UNS-DARE?
R138r-UNS-BARE?2

N m.,...g-,,. 9t=UNS-DARE3

Detected features

T T T T T
2 4 6 8 10

Depth in millions of reads

Ve, L4 GK3R137r-UNS-DARE1

J : GK3R138r-UNS-DARE2

& = GK3R139r-UNS-DARE3
T T T T T

2 4 6 8 10

Depth in millions of reads

T T T T
4 6 8 10

Depth in millions of reads

SCRNA
A A be b
I

K3R132r-GFP-DARE2
K3R133r-GFP-DARE3

v EK3R134r-TOM-DAREL
+ GK3R135r-TOM-DARE2
1/GK3R136r-TOM=DARES3
CKIRLSTUNS-DAREL
K3R185M=UNS-DARE2

§K3R131r GFP-DARE1

e e PSR- UNS-DARES

T T T T
4 6 8 10

Depth in millions of reads

T T T T T
2 4 6 8 10

Depth in millions of reads



