Run Report for Auto_user IONAS-356-GK-PHlab_170726_GK3R111-118_PH3R23-34_461
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Notes: PHlab-11samples_GK3R-6samples_3RNAseq

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 665,705,779 453,077,212 5,260,645 127 bp
TonXpress_001 PH3R23-LSBcat- 474,785,559 335,125,214 3,616,955 131 bp
Conl
TonXpress_002 PH3R24-LSBcat- 337,921,414 239,350,100 2,578,891 131 bp
Con2
TonXpress_003 PH3R25-LSBcat- 274,584,412 192,814,310 2,094,571 131 bp
Con3
TonXpress_004 none 21,258,156 15,216,413 166,776 127 bp
TonXpress_005 PH3R27-LSBcat- 382,806,756 270,622,141 2,972,252 129 bp
Dox2
TonXpress_006 PH3R28-LSBcat- 388,036,401 277,774,913 3,177,676 122 bp
Dox3
TonXpress_ 011 none 8,504,924 6,041,091 65,075 131 bp
TonXpress_015 none 5,214,959 3,874,968 42,296 123 bp
TonXpress_017 PH3R29-LGR5Un8- 475,279,666 326,499,735 3,771,012 126 bp
Conl
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Analysis Details

Run Name

Run Date
Run Flows
Projects

Sample

Reference
Instrument
Flow Order
Library Key
TF Key

Chip ID

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD
BeadFind Args
Analysis Args

Pre-BaseCaller Args
for calibration
Calibration Args
BaseCaller Args

Alignment Args

IonStats Args
Analysis Parameters

Chef Summary

R-2017.0726-16_21_12_user_IONAS-356-GK-PHlab_170726_GK3R111-
118_PH3R23-34

July 26, 2017, 4:23 p.m.

520

PHLab_3RNAseq

, GKLab_3RNAseq

PH3R33-LGR5Un8-Dox2, GK3R117-Wnt3, PH3R31-LGR5Un8-Con3,
PH3R29-LGR5Un8-Conl, PH3R23-LSBcat-Conl, GK3R113-Empty3,
GK3R118-Wnt4, PH3R32-LGR5Un8-Dox1, GK3R116-Wnt2,
PH3R34-LGR5Un8-Dox3, PH3R25-LSBcat-Con3, PH3R27-LSBcat-Dox2,
PH3R28-LSBcat-Dox3, PH3R24-LSBcat-Con2, GK3R112-Empty?2,
GK3R114-Empty4, PH3R30-LGR5Un8-Con2

IONAS
TACGTACGTCTGAGCATCGATCGATGTACAGC
TCAG

ATCG

Passed

P1.1.17

tiled

TonXpress

Auto_user IONAS-356-GK-PHlab_170726_GK3R111-118 PH3R23-34_461
July 27, 2017, 2:28 a.m.

0

QFI1J2

justBeadFind —beadfind-minlivesnr 3 —region-size=216,224 —total-timeout 600
Analysis —from-beadfind —clonal-filter-bkgmodel true —region-size=216,224
—bkg-bfmask-update false -gpuWorkLoad 1 —total-timeout 600 —gopt
/opt/ion/config/gopt,1.1.17,mpliseq. xome.param.json

BaseCaller —barcode-filter 0.01 —barcode-filter-minreads 10
—phasing-residual-filter=2.0 -max-phasing-levels 2

Calibration

BaseCaller —barcode-filter 0.01 —barcode-filter-minreads 10
—phasing-residual-filter=2.0 -num-unfiltered 1000 —barcode-filter-postpone 1
tmap mapall ... stagel map4

ionstats alignment

default

Ion Chef was not used for this run
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Software Version

Torrent_Suite 5.0.5
host FW7DQV1
ion-analysis 5.0.13-1
ion-chefupdates 5.0.7
ion-dbreports 5.0.34-1
ion-gpu 5.0.0-1
ion-pipeline 5.0.17-1
ion-plugins 5.0.28-1
ion-protonupdates | 5.0.3
ion-torrentr 5.0.0-1
Script 2.1.33
LiveView 2045
DataCollect 3220
OIA 5002
OS 30
Graphics 52
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