Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

15(|J00 20(|)00 25?00

10?00

3(|J0 4?0 5?0

2(|)0

1(|30

20 30 40 50
1 1 1 1

10
1

global

l'.—

i X
=" /ﬁ.Af‘
P AT
A

3#(90
* GK3R91-

AGK3R92-
+ GK3R93-

GK3R94-
7 - GK3R95-
i GK3R96-

GK3R97-
= GK3R98-
- GK3R87-
AGK3R89-

GILl
GIL2
GIL3
TI1
TI2
TI3
Uil
ul2
UI3
GIH1
GIH3

T T T
2 4 6

Depth in millions of reads
miRNA

o+ 6R3RI0~
I’.’
“ 7L BK3R93-

" "’f“ GK3R94-

f ",*4’}
!/_,.-2'

< GK3R95~
GK3R96-
GK3R97-
" GK3R98-
o - GK3R87-
AGK3R89-

T
8

-GIL1

- GK3R91-GlL 2
- st;tngz’GlLa

TI1
TI2
TI3
Uil
uUl2
(UK}
GIH1
GIH3

T T T
2 4 6

Depth in millions of reads

transcribed_unprocessed_pseudogene

T
8

- B
- ¥ -
’ 2GK3RI0-GILL
a2 a=%" . GK3ROT-CI2
o 3R92-GIL3
ST 2GK3RI3-TIL
S LA, 2 T “GK3R94-TI2
% /,.ff" - GK3R95-TI3
Pl GK3R96-UI1
e GK3R97-UI2
’ = GK3R98-UI3
- GK3R87-GIH1
AGK3R89-GIH3
T T T T
2 4 6 8
Depth in millions of reads
sense_overlapping
, =
, /" =GK3R90-GIL1
¢ & = JGK3R9L-GIL2
PR AGK3R92-GIL3
e TR T
4 L
LadA 2 GKaRgs=TI3
1 = mwA—.”  GK3R96-UIL
g GK3R97-UI2
[ R = GK3R98-UI3
LR - GK3R87-GIH1
7 AGK3R89-GIH3
T T T T
2 4 6 8
Depth in millions of reads
IG_J_gene

J—E—EaRGR3RI0-
- GK3R91-

o AGK3R92-

7 + GK3R93-

o GK3R94-
- GK3R95-

GK3R96-

. GK3R97-

B GK3R98-

o AMORET—

P I CH AR

GIL1
GIL2
GIL3
TI1
TI2
TI3
Uil
ul2
uI3
-GIH1
GIH3

1.0 15

0.5
1

T T T

2 4 6

Depth in millions of reads
IG_LV_gene

T
8

==

= GK3R90-
« GK3R91~
AGK3R92-

K3R93~

K3R94-
-lck3Ro5-
|GK3R96-

-

7 7\ !'GK3R97-
it \ B GK3R98-
R87-

7
R .caa;x-‘f--‘.:«.”d.:‘_ GK3R89—

7 waa AisGlE3

GIL1
GIL2
GIL3
—-TI1
~-TI2
TI3
—-Ul1
ul2
uI3
GIH1
GIH3

0.0
L

T T T
2 4 6

Depth in millions of reads
SRNA

= GK3R90-
* GK3R91-
A GK3R92-
+ GK3R93-
“BGH3R94-
* GK3R95-
/ GK3R96-

’ < off <8 <8

-

¢ GK3R97-

. S aACKIRIEL
/7 &
incaswminilead a2 TAGKERE9-

ot

T
8

GIL1
GIL2
GIL3
TI1
TI2
TI3
Uil
ui2
UI3

GKBRBT’GIHl

GIH3

T T T
2 4 6

Depth in millions of reads

T
8

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

800
|

600
|

400
|

200
|

100 150 200 250 300 350
| | | | | |

50

80 100
| |

60
|

20
|

2.0

1.5

1.0

0.0
L

TEC
" GK3R90-GIL1
w"GK3R91-GIL2
)_,}-— "AGK3R92-61L3
/. 4z £FOKERI3-TIL
w " AZTT GK3R94-TI2
,/-;:?éfi + GK3R95-TI3
2 GK3R96-UI1
A3 GK3R97-UI2
& = GK3R98-UI3
Fon - GK3R87-GIH1
AGK3R89-GIH3
[ T T T T
0 2 4 6 8
Depth in millions of reads
snRNA
B GK3R90-GIL1
,.G 3R91-GIL2
K3R92-GU 3
!r RO3-TI1
A 4 «. ,/GK3R94 -TI2
A #4577 . GK3R95-TI3
e GK3R96-UI1
wfﬂ‘:)?\’ GK3R97-UI2
- et = GK3R98-UI3
- - GK3R87-GIH1

A GK3R89-GIH3

T T T
4 6 8

Depth in millions of reads
rRNA
= GK3R90-GIL1

~+6GK3RI1-GIL2
-~ w #GK3R92-GIL3
,,r + GK3RO3=TT1
CE3RI4-TI2
« § AGK3R95-TI3
* 4 7/ GK3R96-UIL
/i?" GK3R97-UI2
" GK3R98-UI3

{\{ » - GK3R87-GIH1
anam 4 GK3R89-GIH3

b ax
n, ,'

o

« ?1—

coo-to-(-

T T T
4 6 8
Depth in millions of reads
ribozyme
e
-

- =

e

/  ®=GR3R90-GIL1
= ® M5K3RI1-GIL2
AGK3R92-GIL3

+ GK3R93-ATT

GK3RO4-TI2

. R95-TI3

A A7 GK3R96-UIL
2/ < GK3R97-UI2
" &4 mGK3R98-UI3
.~ GK3R87-GIH1
.~ AGK3R89-GIH3

7!

P

[
0

T
2

I-if

r=
e im e bl et

T T T
4 6 8

Depth in millions of reads
IG_D_gene
u—m—u—n

r

= GK3R90-GIL1
! - GK3R91-GIL2
! AGK3R92-GIL3
] + GK3R93-TI1
& GK3R94-TI2
v - GK3R95-TI3
GK3R96-UI1
. GK3R97-UI2
~p _,~~GK3R98-UI3
/ - GK3R87-<GIH1
ATGK3RE9-GIH3

T
2

T T T
4 6 8
Depth in millions of reads
TR_V_gene
.
7
4

,8GK3R00-GIL1
i« GK4RI1-GIL2
ALK3R92-GIL3
4fGK3R93-TI1
/g7 © GK3R94-TI2
4 GK3R95-TI3
7% GK3R96-UIL

"
nof
; I}
I_#77

/ ,l o
-t 2’.; & GK3R97 ui2

")-
wf

R g N - ¢

4  ®GK3R98-UI3
o * GK3R87-GIH1
V4 A GK3R89-GIH3

T
2

7
4

T T T
4 6 8

Depth in millions of reads
macro_IncRNA

= GK3R90-GIL1
« GK3R91-GIL2
AGK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
¢ = GK3R98 113~
)L ;—uﬂ3w7 GIH1

1 4

mum—.—d«.a. A GKBR89-GIH3

T
2

T T T
4 6 8

Depth in millions of reads

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

2.0

10000 12000 14000 16000

80|00

6000

350

2?0

200

150
1

50
1

100
1

80

60
1

40
1

40

30
1

20
1

10

#

protein_coding

..-I-l"

ﬁ_"&’r‘rfdfamo GIL1
ok « GK3R91-GIL2
AGK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
- GK3R87-GIH1
AGK3R89-GIH3

";z.

T T T
4 6 8

Depth in millions of reads
processed_transcript

N —

—rT " —
;5 A GK3R90-GIL1

o 27 GK3RI1-GIL2
B8 P AGK3R92-GIL3
7 u + GK3R93-TI1

GK3R94-TI2
* GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
mGK3R98-UI3
* GK3R87-GIH1
A GK3R89-GIH3

T T T T
2 4 6 8

Depth in millions of reads

transcribed_processed_pseudogene

P
» g2l
B GK3R90-GIL1
* GK3R91-GIL2
A GK3R92-GIL3
* GK3R93-TI1
GK3R94-TI2
; - GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
u GK3R98-UI3
+ GK3R87-GIH1
A GK3R89-GIH3

2
A

A P
o

7

T T T T
2 4 6 8

Depth in millions of reads
bidirectional_promoter_IncRNA

3RO0-GIL1
A" GK3RO1-GIL2
4~ Y AGK3R92 ~GIL3
+ GK3R93-TI1
*fﬁ.?'.. &+ *GK3R94-TI2
« GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
- GK3R87-GIH1
AGK3R89-GIH3

T T T T
2 4 6 8
Depth in millions of reads
IG_D_pseudogene

= GK3R90-GIL1
« GK3R91-GIL2
AGK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
+ GK3R95-TI3
GK3R96-UI1
GK3RI7-UI2
= GK3R98HI3~
pom e e -GK3RB7-GIH1

o dn s s ool w2 ERBI-GIH3

3i5 4.0

3.0

15

'y

T T T T
2 4 6 8
Depth in millions of reads
TR_C_gene

_. mGK3R90-GIL1
Z " < GK3R91-GIL2
AGK3R92-GIL3
- + GK3R93-TI1
y GK3R94-TI2.,
ey - GK3R95-FI3
_~ZGgaRoe-uI1
a ekl 4 GK3RI7-UI2
P = GK3R98-UI3
- GK3R87-GIH1
AGK3R89-GIH3

1.0

T T T T
2 4 6 8

Depth in millions of reads
transcribed_unitary_pseudogene
SR SEVNEV Y
/

Pt = GK3R90-GIL1

£ mua” ~GK3RI1-GIL2

P ,"FGK3R92-GIL3
’ ,»  +GK3R93-TI1
A . GK3R94-TI2

7

'’ - GK3R95-TI3
1 g o i ORER96-UIL
27 - 7 GK3R97-UI2
&, 7, /.= = GK3R98-UI3

ol - GK3R87-GIH1

A GK3R89-GIH3

T T T T
2 4 6 8

Depth in millions of reads

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

Detected features

2500 3000 3500
| | | |

2000

1500
|

1000
|

150 200 250 300 350 400
| | | | | |

100
|

80
|

40

20
|

20
|

15

10

processed_pseudogene
k — /
A g!oKngo GIL1
* GK3R91-GIL2
A GK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
*« GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
* GK3R87-GIH1
A GK3R89-GIH3

T T
2 4

Depth in millions of reads
SnoRNA

T
8

o —

—.

a" !G’KS‘RBO—G‘H_I

2 < . GkaRI1-GIL2

.’ ,5§3K3R92 GIL3
z + GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UIL
GK3R97-UI2
u GK3R98-UI3

- GK3R87-GIH1

AGK3R89-GIH3

T T T T
2 4 6 8

Depth in millions of reads
sense_intronic

,-"’-

= GK3R90-GILL
r ~4GK3R91-GIL2
J a7

ABK3RI2-GH3
e .«f” ’, 0GKSR§3 TIL
T GK3R94-TI2
« GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3

- GK3R87-GIH1

AGK3R89-GIH3

| /7

4
of
£

‘.mr"

A _A’,r—
x q'qf_ S

T T T T
2 4 6 8
Depth in millions of reads
polymorphic_pseudogene
-
.—I’.’.
/

of Ve

| - I'd

.
- -~

,LG)QSK’QO GILl
& ‘4 GK3R91-GIL2
AGK3R92-GIL3
* GK3R93-TI1
i GK3R94-TI2
» GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
®GK3R98-UI3
» GK3R87-GIH1
A GK3R89-GIH3

[ 2

/k/
“ _A%m

A
ae

T T T T
2 4 6 8

Depth in millions of reads
IG_pseudogene

= GK3R90-GIL1
- GK3R91-GIL2
AGK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
~ mGK3R98-UI3
a ' aGK3R87-GIH1

st e L od ACKIREI-GIH3

/

/‘“

‘,.-I'

T T T T
2 4 6 8

Depth in millions of reads
TR_V_pseudogene

—'—_
ot

#== ! mGK3R0-GILL

o, ar L. LGKSRII-GIL2

r } | AGK3R92-GIL3
/i _a = +GK3R93-TI1
Iy 27 GK3R94-TI2
, - GK3R95-TI3
D 3R96-UI1
.,x.,_ _x GK3R97-UI2
= GK3R98-UI3

. - GK3R87-GIH1

AGK3R89-GIH3

- 5

/

——— .

T T T T
2 4 6 8

Depth in millions of reads
3prime_overlapping_ncRNA

s Lt )

]
1 ]
1| "GK3R90-GILL
, =\ °GK3RII-GIL2
B2y AGK3R92 GIL3
A * BK3R93-TIL
1 o n GK3R94-TI2
1\ .lGK3Re5-TI3
) "1 v IGK3R96-UIL
’ Yy V1 GK3RI7-UI2
{BGK3R98-UI3
: ..4. 4= falGIG3RB7-GIH1
/7 AGK3R89-GIH3

N~o

T T T T
2 4 6 8

Depth in millions of reads

Detected features

4(|10

Detected features Detected features Detected features Detected features
60

Detected features

Detected features

8(|)0 lOIOO

G(IJO

2(|)0

l(IJO 1%0 llllO

80

40
1

20
1

15
1

10

lincRNA

= GR3RIQ-GIT

v T GK3RD1-GIL2

{4OK3R92-GIL3
2 % GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3

- GK3R87-GIH1

A GK3R89-GIH3

,.—)"/

-%"’;&
7{'

T T T
4 6 8

Depth in millions of reads
misc_RNA

= GK3R90-GIL1

3R91- ~GIL2

. "‘»; R92 el 3
¢’f/f"*,GK3R93 TI1
“"= GK3R94-TI2
] + GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3

- GK3R87-GIH1

AGK3R89-GIH3

N —

R

T T T
4 6 8
Depth in millions of reads
scaRNA
=

bl
A

_
" ;ekmgo -GIL1
. GK3RI1-GIL2
_ ~ AGK3R92-GIL3
g + GK3R93-TIL
_ GK3R94-TI2
- GK3RE5-FI3™
, T GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
- GK3R87-GIH1
AGK3R89-GIH3

l'l-l-l'

F4
o
L
AL

Ay d
Ko/

4
4

e el
/7

T T T
4 6 8

Depth in millions of reads
unitary_pseudogene

® GK3RI0-GlL1

= ® GRIROI-GIL2
ot TAGK3R92-GIL3
1~ GK3R93-TI1
A7, JOKsR94-TIZ
# - GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3

- GK3R87-GIH1

4GK3R89-GIH3

=y
'H

20
1

15

10
1

T
2

T T T
4 6 8

Depth in millions of reads
IG_V_pseudogene
p |
o

7

#* ' GK3R90-GIL1

" * GK3R91-GIL2
/ AGK3R92-GIL3
_ “¥GK3R93_TIt
=, 7 GK3RGA-TI2
/7" 4 % GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3

* GK3R87-GIH1

AGK3R89-GIH3

T T T
4 6 8

Depth in millions of reads
TR_J_gene

» *¥GR3R90-GIL1

ot « GK3R91-GIL2

- AGK3R92-GIL3
= + GK3R93-TI1
GK3R94-TI2
- GKBR95-TI3
_ " GK3R96-UI1

AL /-’ GK3RI7-UI2 -
.),.; % ¥GK3R8=U3

y;
e - GK3R87-GIH1

- 4.— ’/‘
AT AN~ — & GK3REI-GIH3

T
2

A A b

4
05t e e - ol

T T T
4 6 8

Depth in millions of reads
TR_D_gene
f_-, Ao Ao A

= GK3R90-GIL1
- GK3R91-GIL2
4GK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UIL
i, BK3RO7-UI2
7 A\ 1 /A~4GK3R98-UI3
i w 3R87-GIH1
1GK3REI-GIH3

I
!
!
!
I
I
i

T
2

T T T
4 6 8

Depth in millions of reads

Detected features Detected features Detected features Detected features
100
1

Detected features

Detected features

1.0

800
|

600
|

400
|

200
|

200
|

150
|

50
|

40

30
|

25

20
|

15
|

10

antisense

= PGR3RI0-GIL]

_ - GK3RO1GIL2

Lo 3R92-GIL3
L ‘f + GK3R93-TI1
P GK3R94-TI2
e /;4- - GK3R95-TI3
LA g GK3R96-UIL
A e GK3R97-UI2

[ S

o = GK3R98-UI3

+ GK3R87-GIH1
4 GK3R89-GIH3

T T T
4 6 8

Depth in millions of reads
unprocessed_pseudogene

ﬁﬁngo “Git1
3R91-GIL2
GK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
< GK3R87-GIH1
AGK3R89-GIH3

T T T
4 6 8

Depth in millions of reads

7’

LR ET

L ” &

- =
1 4

pseudogene

u
-—

- EGK3R00-GILT
, £ ~GK3R91-GIL2
Gk3RI2-GIL3
—1”’—*’$GK3R93 TIL
GK3R94-TI2
« GK3R95-TI3
GK3R96-UI1
GK3R97-UI2
= GK3R98-UI3
- GK3R87-GIH1
4 GK3R89-GIH3

ot

"

50
|

40
|

30
|

20
|

10

T T T
4 6 8

Depth in millions of reads

IG_C_gene

-

-
e
o *
e
Cd

_
gl ® T

Py 4

= GK3R90-GIL1

- GK3R91-GIL2

-~ TAGK3R92-GIL3

-~ + GK3R93-TIL ,
. 2 GK3RE4-TIZ
& *CK3R95-TI3
/.v'GK3:96—UI1
s 2 an OKBRIT-UI2
T4 GK3R98-UI3

< GK3R87-GIH1

AGK3R89-GIH3

3.0
|

2.0

15

0.5

T
2

e

T T T
4 6 8

Depth in millions of reads
IG_V_gene

, ® GK3R90-GILL
J - GK3R91-GIL2
- AGK3R92-GIL3
+ GK3R93-TI1
GK3R94-TI2
- GK3R95-TI3
| GKSRI6:UH *
7 7-U12

¢ _uS

wr Pl
2'a A GK3R98-UI3
A - GK3R87-GIH1

A GK3R89-GIH3

0.0
L

--/v

“"‘I

W,

T T T
4 6 8

Depth in millions of reads
TR_J_pseudogene

= GK3R90-GIL1
+ GK3R91-GIL2
AGK3R92-GIL3
+ GK3R93-TI1
LGK3IRI4-TI2
A:/,-’GKBRQS—Tls
',.:;,;- GK3R96-UI1
GK3R97-UI2
‘A » GK3RO8-UI3 _
#GK3R87-GIH1
/ AGK3R89-GIH3

e

T
2

T T T
4 6 8

Depth in millions of reads



