1600 1800 2000

1400

| 4 polymorphic_ps€éudogene -

Detected features
400 600 800 1000 1200

200

DK3R2r_C2

Non abundant biotype detection saturation Abundant biotype detection saturation

=TEC a —m= global

Ag;‘:;‘iss‘zd_pseuc’o@le”e a-- —. = protein_coding

. Iin_cRNA AT
miRNA A- -

« processed_transcript - -
SNoRNA A -
snRNA

= misc_RNA

< unprocessed_pseudogene /

A sense_intronic /

+ transcribed_unprocessed_pseudogene / /

=RNA A — 4
scaRNA A~ - /

A pseudogene . /

+ transcribed_processed_pseudogene

= sense_overlapping

- bidirectional_promater_IncRNA

14500 15500
l
\
\

13500
l

+1G_C_genep” v
=|G_D_gene ]
IG_V_pseudogene 7z
A|G_V, Qgene
+TR_C_gene
rjpdzyme

_V_gene
TR_V_pseudogene
TR_J_gene
IG_J_gene
sRNA
unitary_pseudogene
macro_IncRNA
transcribed_unitary - pseudogene

12500
l

Detected features
~e
N

11500
l
\
A

10500
l
\

[N
"
"
'l
"
[}
I]
Ly
]
]
]
W
o
1t
|
'
[
|
|
L
|
|
| |
[N
[N
. /|

e O

ami
g

anw
T

LETTY
um
D4 vl
e
o
'Y
um
e

Rme

&
1

9000 9500

0.5 1 15 2 25 3 3.5 0.5 1 15 2 25 3

Depth in millions of reads Depth in millions of reads



