Detected features

DK3R10b_K23L4

Non abundant biotype detection saturation

o = [incRNA
o T « processed_ transcript I¢_. -——
ATEC
+ unprocessed_pseudogene ]
[
l
[
)
0 ]
U I
[
)
I
[
[
g — ,0- - ‘-J § — = =9
] !
] )
] )
] [
1 1
[Te) ! 1
- ] | 1
1 [
N 1
1 Il
f )
] ! A
o f ! -7
o IA;-,-,A---y- - 3
/ ) !
/ ] !
’ f /
/ | !
/ f !
o / ]
S T - A - - A ’! i
g 1
- ]
A--4A” ) !
I
! !
! !
Q—r--q---o---o—-—o---«"---(’
o
[ I [ I [

Depth in millions of reads

Detected features

Abundant biotype detection saturation
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