Run Report for Auto_user_ ION-107-SCereghini_ RNAseq_141106_SCR13-14_163

Run Summary
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Notes: DrSCereghini 4RNAsegsamples_SCR13-E145-3wt-bc2_SCR14-E145-5Het-bc10_.SCR14 has been re-

purified 141104

Barcode Name Sample Bases > Q20 Reads Mean Read Length
No barcode none 192,705,514 163,397,304 1,823,405 105 bp
IonXpressRNA_002 SCR13 6,700,709,168 6,013,307,709 72,340,797 92 bp
TonXpressRNA_010 SCR14 1,675,181,557 1,492,520,215 14,801,845 113 bp

Test Fragment Reads

Percent 50AQ17

Read Length Histogram

TF_C

2,064,787

59%

é‘o.&?ﬁ. i

ion torrent

bxAOXDO+>=

Ny ——
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Alignment Summary (aligned to Mus musculus)
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Total Number of Bases [Mbp] 35G 31G 29 G
Mean Length [bp] 71 66 62
Longest Alignment [bp] 295 285 273
Mean Coverage Depth 1.3 1.2 1.1
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Analysis Details

Run Name
Run Date
Run Flows
Projects
Sample
Reference
PGM

Flow Order
Library Key
TF Key

Chip Check
Chip Type
Chip Data
Barcode Set
Analysis Name
Analysis Date
Analysis Flows
runlD

R-2014-11.06-12_01_15_user ION-107-SCereghini_ RN Aseq-141106_SCR13-14

Nov. 6, 2014, 12:04 p.m.
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DrCereghini RNASeq
SCR13, SCR14
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Auto_user ION-107-SCereghini_ RNAseq_141106_SCR13-14_163
Nov. 6, 2014, 7:10 p.m.
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