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Non abundant biotype detection saturation
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D
et

ec
te

d 
fe

at
ur

es

●
● ● ● ●

● ● ● ● ●

●
● ● ● ● ● ● ● ● ●

● ● ● ● ● ● ● ● ● ●

● ● ● ● ● ● ● ● ● ●

● ● ● ● ●

●

● ● ● ●

●

●

●

●

●

●

lincRNA
nonsense_mediated_decay
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miRNA
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snRNA
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rRNA
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unitary_pseudogene

2 4 6 8 10 12 14 16 18 20

14
80

0
15

00
0

15
20

0
15

40
0

15
60

0
15

80
0

16
00

0
16

20
0

16
40

0
16

60
0

16
80

0

Abundant biotype detection saturation
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